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To the Editor: In our earlier assessment of the eti-
ologic role of human bocavirus 1 (HBoV1) among 109 
constitutionally healthy children, seroconversion mea-
sured by a standard IgG enzyme immunoassay (EIA) 
was the prime marker of acute infection, and signs and 
symptoms during sampling intervals were interpreted 
from hand-written questionnaires and study nurse notes 
(1). In that study, we found that acute HBoV1 infection 
was associated with upper respiratory tract illness (URTI) 
and acute otitis media. However, after discovery of 3 new 
human bocaviruses (HBoV2–4), we used a competitive 
second-generation IgG EIA to differentiate between type-
specific and cross-reacting IgG responses and reassessed 
the etiologic associations of each virus in the same pedi-
atric cohort. We found only a weak correlation of HBoV1 
infection with acute otitis media and no correlation with 
URTI (2).
There are 2 reasons for this discrepancy. First, the com-
petitive second-generation EIA generated a different set of 
HBoV1-infected children. A total of 27 children initially 
interpreted as having HBoV1 seroconversions had, on reas-
sessment, HBoV2 or HBoV3 seroconversions (2). Second, 
after improved reevaluation of clinical symptoms of the 
entire replenished cohort by 3 of the co-authors, we found 
that URTI symptoms of 38 children were classified differ-
ently. Despite tight sampling, intervals of 3 and 6 months 
might still have been too long for clinical assessment for 
young children with numerous respiratory infections per 
year. The authors regret any inconvenience to readers.
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Correction: Vol. 22, No. 8
The name of Project Portinari, Rio de Janeiro, was misspelled 
in our August issue. The error has been corrected online 
(http://wwwnc.cdc.gov/EID/article/22/8/AC-2208_article).
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LETTERS
April 2015: Emerging Viruses
Including:
•  Reappearance of Chikungunya, Formerly Called Dengue, in the Americas 
•  Hantavirus Pulmonary Syndrome, Southern Chile,  1995–2012 
•  Animal-Associated Exposure to Rabies Virus among  Travelers, 
1997–2012 
•  Evolution of Ebola Virus Disease from Exotic Infection to Global Health 
Priority, Liberia, Mid-2014
•  Population Structure and Antimicrobial Resistance of  Invasive Serotype IV 
Group B Streptococcus, Toronto,  Ontario, Canada
•  Norovirus Genotype Profiles Associated with Foodborne Transmission, 
1999–2012   
•  Sequence Variability and Geographic Distribution of Lassa Virus,  
Sierra Leone
•  Deaths Associated with Respiratory Syncytial and Influenza Viruses 
among Persons >5 Years of Age in HIV-Prevalent Area, South  Africa, 
1998–2009
•  Highly Pathogenic Avian Influenza A(H5N1) Virus Infection among 
Workers at Live Bird Markets, Bangladesh, 2009–2010
•  Increased Risk for Group B Streptococcus Sepsis in Young Infants  
Exposed to HIV, Soweto, South Africa, 2004–2008
•  La Crosse Virus in Aedes japonicus japonicus Mosquitoes in the 
Appalachian Region, United States
•  Pathogenicity of 2 Porcine Deltacoronavirus Strains in Gnotobiotic Pigs
•  Multidrug-Resistant Salmonella enterica Serotype Typhi, Gulf of Guinea 
Region, Africa
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